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. Primers sequences for making different constructs as described in the main text. Table S2 . Primers sequences for introducing mutagensis on the 3'UTRs. The residues highlighted in red are the sequences changed from the wild-type. Table S3 . Statistical tests to analyse whether the overlapping of iab-4 and iab-8 binding sites is higher than expected by chance (for details, see Materials and Methods in the main text). Table S4 . Statistical tests to analyse whether the overlapping of mir-307a and mir-307b binding sites is higher than expected by chance (for details, see Materials and Methods in the main text).
Figure S1
. Arm-specific miRNA processing in Drosophila S2 cells. Tribolium iab4/iab-8 constructs were transfected into S2 cells and expressed under the control of the actin promoter. LNA miRNA real-time PCR assays were used to estimate 5' and 3' miRNA arm levels. 
